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C-Flag Tag

Target CXB2

Synonyms BAPS, CX26, DFNA3, DFNA3A, DFNB1, DFNB1A, HID, KID, NSRD1, PPK

Description Human CXB2 full length protein-synthetic nanodisc

Delivery 6~8weeks

Uniprot ID P29033

Expression Host HEK293

Protein Families Ion Channels: Other

Protein Pathways N/A

Molecular Weight The human full length CXB2 protein has a MW of 26.2kDa

Formulation &
Reconstitution

Lyophilized from nanodisc solubilization buffer (20 mM Tris-HCl, 150 mM NaCl, pH 8.0). Normally 5% – 8% trehalose is added as protectants before
lyophilization. Please see Certificate of Analysis for specific instructions of reconstitution.

Storage & Shipping Store at -20°C to -80°C for 12 months in lyophilized form. After reconstitution, if not intended for use within a month, aliquot and store at -80°C (Avoid
repeated freezing and thawing). Lyophilized proteins are shipped at ambient temperature.

Background

This gene encodes a member of the gap junction protein family. The gap junctions were first characterized by electron microscopy as regionally
specialized structures on plasma membranes of contacting adherent cells. These structures were shown to consist of cell-to-cell channels that facilitate
the transfer of ions and small molecules between cells. The gap junction proteins, also known as connexins, purified from fractions of enriched gap
junctions from different tissues differ. According to sequence similarities at the nucleotide and amino acid levels, the gap junction proteins are divided
into two categories, alpha and beta. Mutations in this gene are responsible for as much as 50% of pre-lingual, recessive deafness. [provided by RefSeq,
Oct 2008]
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